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1. Introduction (1) The cells are incubated with calcium salts and 
DNA at 0°C; 
Molecules of nucleic acids are transported across (2) The suspension is then warmed to 37°C. 
the membrane into the recipient cell at an early stage Viruses are initially adsorbed to receptors in the 
of genetic transformation, transfection, viral infection outer cell wall and then transfer their nucleic acid 
and conjugation. Bacterial as well as plant and animal molecules without damage of these molecules during 
cells are able to bind nucleic acids and take them up. transport. Large T-even bacteriophages possess a 
The mechanism of DNA transport is one of the most contractile protein tail [6], but proteins of small 
intriguing,yet unexplored problem of vectorial metab- bacterial viruses manifest no contractile ability 
olism . (reviewed [7]). 
During the early stages of genetic transformation 
cells of Bacillus and Diplococcus adsorb DNA mole- 
cules from the surrounding medium and convert them 
to double-stranded fragments (reviewed [l]). In a 
few minutes the double-stranded DNA fragments are 
converted into single-stranded DNA fragments which 
are linearly transported into host cell cytoplasm and 
form there a donor-recipient DNA complex. On the 
other hand, the appearance of the single-stranded 
DNA fragments is probably no necessarily coupled 
with DNA transport into bacterial cells. The experi- 
mental evidence available at present [l] indicates 
that single-stranded DNA does not appear during the 
early stage of Haemophilus injluenzae transformation. 
Furthermore, direct proof that either strand of a 
DNA molecule can transform has been obtained in 
experiments with Bacillus subtilis DNA. The two 
strands of this DNA have been separated and each of 
them transformed B. subtilis cells to approximately 
the same extent [2,3]. 
During the early stage of bacterial conjugation a 
donor cell is adsorbed by its pili to the recipient cell 
and donor DNA cleavage and membrane structure 
rearrangement are initiated. Thereafter, the single- 
stranded part of the donor DNA molecule enters the 
recipient cell by its S’end [8,9]. 
To obtain efficient uptake of nucleic acids plant 
cells are usually converted into protoplasts [lo]. The 
basic polypeptide polyornithine and Zn’+ stimulate 
the uptake of nucleic acids by the protoplasts. Poly- 
ornithine also enhances the uptake of exogenous 
DNA by animal cells, while DEAE-dextran, CaCl,, 
latex spheres, spermine, polylysine and polyarginine 
are less effective [lo]. 
The ability to take up ‘naked’ DNA molecules is 
not unique to the Gram-positive bacteria. Destruction 
of the cell wall of Gram-negative Escherichia coli cells 
produces osmotically-sensitive spheroplasts which 
are competent to take up DNA molecules [4]. The 
calciurninduced uptake of DNA by intact gram- 
negative cells was discovered by Mandel and Higa [5]. 
DNA is introduced into intact cells in two steps: 
When considering possible mechanisms of nucleic 
acid transport across cell membrane one should note 
several features of the process: 
(1) DNA has to penetrate a cytoplasmic membrane 
characterized by transmembranous imbalance of 
electrostatic potentials. The value of the imbal- 
ance reaches 140 mV, negative inside the cell 
(reviewed [ 11,121). 
(2) DNA transport through the bacterial membrane 
is accomplished linearly [13-l 51. Thus the part 
of DNA molecule transversing the membrane is 
linear, but segments outside the membrane might 
have a compact conformation. 
(3) The protonophorous uncouplers of oxidative 
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phosphorylation and the ionophorous antibiotics 
nigericin and valinomycin have an inhibitory 
effect on the early stages of genetic transforma- 
tion of Gram-positive bacteria [ 16-201. The 
inhibitory effect of uncouplers on the transfor- 
mation ofB. subtilis is correlated with their effect 
on the membrane potential of the cell [20]. The 
inhibition of B. subtilis transformation by 
uncouplers occurs despite the fact that the phos- 
phorylation potential of the glycolyzing host cell 
remains at a constant level [20]. 
The sensitivity of DNA transport during bacterial 
conjugation towards oxidative phosphorylation 
uncouplers as well as the dependence of DNA 
transport on the energy-yielding activity of the 
recipient cell have been demonstrated [21-231. 
The maintenance of a high-energy membrane 
state by recipient E. coli cells produces irreversible 
absorption of phages Tl and r#~ 80 [24]. On the 
other hand, phage T4 containing a contractile 
protein tail is irreversibly adsorbed by de-energized 
E. coli cells. Phage T4 adsorbed to de-energized 
cells do not form an infective complex [25], 
indicating an inhibition of phage DNA entry into 
the cell cytoplasm. 
These findings show that the process of external 
nucleic acid entry, at least into bacterial cells, if not 
also into plant and animal cells, depends on the high- 
energy state of the recipient cell membrane. The high- 
energy membrane state of a bacterial cell is the gra- 
dient of H’ electrochemical potential across the mem- 
brane [l 1 ,121. The gradient consists of an electrical 
term (a membrane potential) and a chemical term (a 
transmembranous pH gradient). 
2. Explanations of nucleic acid entry 
Several concepts have been proposed to explain 
nucleic acid entry, but none of them has been proven. 
Most are contradictory and only aim at explaining a 
strictly specified process of nucleic acid entry such as 
the early stages of genetic transformation or viral 
infection, but no unified concept covering all aspects 
has been formulated. Here I shall discuss some of these 
concepts. 
(1) A replicative mechanism of DNA transport has 
been suggested to explain DNA transport during 
the early stages of bacterial conjugation [26]. 
According to this concept, the entering strand 
comes from donor DNA replicating asymmetri- 
cally to produce a single-stranded product. Similar 
mechanisms have been suggested for the early 
stages of genetic transformation, the only differ- 
ence being that DNA transport proceeds because 
of the replication of the entering single-stranded 
DNA in the host cell [27]. 
The demonstration of DNA transfer in the absence 
of DNA replication in the recipient or donor cell 
[28,29] fits poorly with the replicative mechanism of 
DNA transport. Furthermore, no relationship has 
been observed between DNA replication and the inte- 
gration of entering DNA into the host cell chromo- 
some [30-321. 
(2) A mechanism of DNA transport was proposed by 
Lacks [33,34] for the early stage of bacterial 
genetic transformation. He suggested that single- 
stranded DNA transport is catalyzed by mem- 
brane-bound DNase which forms a multimeric 
protein cylinder that spans the membrane and 
provides an aqueous channel for the passage of 
single DNA strands into the cell. The entry begins 
with the passage of a single strand through the 
channel, in which the DNase clips away the 
opposite strand. The hydrolysis of this strand 
may provide the motive force for DNA entry. 
The uptake of double-stranded DNA by H. influ- 
enzae cells [35,36] (but also see [37]) limits applica- 
tion of Lacks’ mechanism. This mechanism also pro- 
vides no explanation for the ability of Diplococcus, 
Haemophilus and Bacillus species to take up single- 
stranded DNA [38-411. Despite the appearance of 
single-stranded intermediate products during the 
early stages ofDiplococcuspneumoniae and B. subtilis 
transformation 134,421, these observations provide 
no convincing evidence for DNase-catalyzed DNA 
transport. The experiments in [43] with D. pneu- 
moniae have shown that loss of DNA into the medi- 
um and DNA degradation are limited in the presence 
of Ca’+ alone, while the DNA uptake and genetic 
transformation reaches the maximum attainable levels. 
Furthermore, Lacks’ mechanism of DNA transport 
provides no explanation for the inhibitory effect of 
uncouplers on the early stages of genetic transforma- 
tion. 
(3) The mechanism of bacterial genetic transforma- 
tion formulated by Akrigg et al. [44] suggests 
that lysis of sections of the cell wall is followed 
by mesosomal vesicles protruding through the 
resulting holes in the cell wall and binding DNA 
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molecules from the surrounding medium. This 
binding brings DNA close to the host cell DNA 
replication point which, as postulated [44], is 
localized in the mesosomes. According to this 
hypothesis, the energy required for DNA trans- 
port is provided by respiratory chain enzymes. 
The presence of some unknown energy-dependent 
mechanism of DNA transport was also suggested in 
[45]. The idea that energy is needed for DNA trans- 
port during bacterial conjugation was formulated 
in [46]. 
(4) A DNA ‘injection’ mechanism has been proposed 
[47,48] for the early stage of bacteriophage 
infection. This concept is based on the ability of 
several phages to release their DNA into the sur- 
rounding medium upon contact with isolated 
cell wall receptors [49]. 
This idea seems to be hardly applicable to small 
viruses. After phage TS irreversibly adsorbs onto its 
specific cell wall receptor, at least part of its DNA is 
released from the head of the capsid and is attached 
to the cell surface [50]. This attachment takes place 
prior to the penetration of the first DNA fragment 
into the cell cytoplasm. Despite the fact that the 
entry mechanism of T.5 phage DNA is not clear, these 
observations are hardly compatible with the concept 
of DNA ‘injection’. 
(5) Kornberg [Sl] has hypothesized that the phage 
coat protein may facilitate passage of the phage 
nucleic acid through the inner membrane of the 
cell by forming a membrane pore. According to 
Kornberg [S 11, similar protein is also involved in 
the conjugational DNA transport from donor to 
recipient cell. Kornberg’s hypothesis rests on the 
fact that both nucleic acid and some coat pro- 
teins of certain phages are transported into the 
cell in approximately equimolar amounts, and 
that their kinetics of penetration are similar 
[52-551. The penetration of phage nucleic acid 
into the cell may involve the transport of a pro- 
tein-nucleic acid complex rather than of free 
nucleic acid [53]. 
The above concept aims at explaining the kinetic 
features of nucleic acid transport across the mem- 
brane and leaves open the problem of the driving 
forces of the process. 
(6) Two mechanisms have been proposed to explain 
the ability of animal viruses to infect recipient 
cells [56]: 
1. Viral nucleic acids are taken up by a phagocytic 
process termed ‘viriopexis’; 
2. An alternative hypothesis assumes that fusion at 
the surface between the virus envelope and cell 
membrane is an obligatory requirement for ini- 
tiating the infective cycle, but no driving force 
for the transport of the nucleoproteidic virion 
across cell membrane has been proposed. 
Since the suggested concepts are contradictory, 
there is a need for a unifying concept of nucleic acid 
transport across the cell membrane. Such a concept 
has been formulated [.57]. It is based on the fact that 
the cell converts metabolic energy into a gradient of 
H’ and/or Na’ electrochemical potential [ 11,121 the 
process being catalyzed by plasma membrane-bound 
enzymic systems which electrogenically extrude H’ 
or Na’ outward. The concept requires the presence of 
membrane-bound molecular mechanisms that allow 
H’ or Na’ to return to the cytoplasm while performing 
DNA transport [57]. Let us formulate here a detailed 
mechanism of nucleic acid transport. 
3. Ion gradient-driven transport of nucleic acid 
At physiological pH range the molecule of nucleic 
acid is a polyanion. Consideration of the ways to 
maintain electroneutrality during the nucleic acid 
uptake leads to the conclusion that either cations must 
be taken up together with the nucleic acid molecule 
or anions must be extruded from the cell. If electro- 
neutrality of the nucleic acid uptake is preserved, one 
can expect none if any effect of the membrane poten- 
tial (A$) on nucleic acid uptake. This is not the case. 
The dissipation of Ari/ by uncouplers of oxidative 
phosphorylation or ionophorous antibiotics valino- 
mycin and nigericin leads to the specific inhibition of 
the nucleic acid uptake thus indicating the involve- 
ment of AJ, as well as a transmembrane pH gradient 
(ApH) in the nucleic acid transport [20,25]. 
On the other hand, several systems of nucleic acid 
uptake, for example Ca*‘induced DNA transport, 
manifest great resistance towards uncouplers. These 
findings prompted the claim that something is wrong 
with the chemiosmotic mechanism of nucleic acid 
transport [58]. 
Another puzzle to be solved is the molecular archi- 
tecture of the system performing nucleic acid trans- 
port across the membrane. The essential feature of 
3 
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the system must be a transmembrane channel large 
enough to permit the passage of nucleic acid through 
the membrane. It seems safe to conclude that the 
permanent existance of a large channel is incompatible 
with the experimental evidence indicating the high 
electrical resistance of the inner membrane of the cell 
[ 11 ,I 21. One can conclude that the channel is open 
only during the interaction of the nucleic acid with 
the membrane and that the channel is destroyed or 
closed after nucleic acid uptake is finished. 
Some essential features of the system performing 
nucleic acid uptake can be revealed by considering 
the proteins involved in nucleic acid transport. The 
relevant experimental evidence has been obtained 
during a study of the fate of transforming DNA 
bound to Streptococcus sanguinis [.59]. During the 
early stages of genetic transformation one strand of 
double-stranded donor DNA was shown degraded 
while the other strand was complexed with recipient 
cell material which appears to be protein [59]. Initially 
the complex formed upon uptake is located outside 
the inner membrane and can be released from the cell 
under conditions promoting spheroplast formation. 
It was suggested [59] that to enter the cell it is 
necessary to move the complex through the inner 
membrane. This suggestion agrees quite well with the 
fact that the single-stranded DNA complexed with 
the protein(s) has been found inside S. sanguinis cells 
[59]. Despite the isolation of similar complexes from 
B. subtilis [60] and S. pneumoniae [61] additional 
experiments are necessary to prove the ability of the 
complex to penetrate the membrane. A protein which 
binds to either single-stranded or double-stranded 
DNA but not to ribonucleic acid has been isolated by 
osmotic shock treatment of growing H. influenzae 
cells [62]. Certain mutant strains of H. influenzae 
defective in DNA uptake were found to be deficient 
in the DNA binding protein, suggesting that the pro- 
tein participates in the transport of DNA [62]. The 
penetration of tobacco mosaic virus across a model 
phospholipid membrane has been observed [63]. Thus, 
it seems reasonable that under appropriate conditions 
some nucleoproteidic complexes can penetrate across 
the cell membrane. 
Considerations of the classical observations and 
recent experiments, discussed above, lead to the 
chemiosmotic concept of the transport which explains 
the spectrum of different nucleic acid entry processes. 
The concept is based on two postulates: 
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(1) Transmembrane electrochemical potential of ions 
is the driving force of nucleic acid transport; 
(2) The system of DNA transport does not pre-exist 
in the membrane. It is formed upon interaction 
of DNA, cofactors and phospholipids and exists 
until the end of DNA transport. 
According to the concept, the uptake of poly- 
anionic molecule of nucleic acid by bacteria or animal 
cells is coupled with the downhill influx of either H+ 
or Na’. In the medium with high Ca*+ concentration 
the nucleic acid uptake seems to be coupled with the 
Ca*’ influx. The flux of these ions is driven by the 
membrane potential and/or the transmembrane con- 
centration gradient of the ion. 
Differences of H’, Na’ and K’ electrochemical 
potentials exists on the cytoplasmic membrane of 
energized bacterial cells [ 1 1 ,I 21. Nevertheless, bac- 
terial cells are able to take up DNA in a synthetic Na+- 
deficient K’-rich medium as well as in Na’rich K’-defi- 
cient medium [ 11. Therefore, it seems unlikely that 
Na’ or K’ gradients are involved in DNA uptake by 
bacterial cells. On the other hand, data on the early 
intermediate state of transforming DNA during its 
uptake by B. subtilis indicate that EDTA blocks only 
the initiation of entry of the DNA molecule into the 
cell, the succeeding stages of the entry being resistant 
to the binding of both Ca*’ and Mg*’ [64]. 
The gradient of Na’ electrochemical potential 
across the cytoplasmic membrane of animal cells is 
generated by Na+, KC-ATPase catalyzing electrogenic 
Na’ extrusion from the cell [65]. It seems reasonable 
to assume that the uptake of nucleic acids by animal 
cells occurs due to the cotransport with Na+, but not 
with H’. Thus, nucleic acid transport through mem- 
branes of bacterial and animal cells seems to be driven 
by the gradient of H’ or Na’ electrochemical poten- 
tial, correspondingly. 
Fig.1 depicts the transport of single-stranded poly- 
nucleotide which can be represented by single-stranded 
DNA or RNA. The mechanism can also be applied to 
double-stranded DNA transport. In this case the outer 
surface possesses uitable binding proteins and is 
devoid of DNase activity. 
The key features of the proposed mechanism are 
as follows: 
(1) The polynucleotide forms a positively charged 
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Fig.1. Model of H+/Na’ gradientdriven nucleic acid transport. Single-stranded polynucleotide (DNA or RNA) binds H’ or Na+ and 
basic polypeptides at the outer surface of the membrane. Due to interaction with the phospho~p~d bilayer the nucleoproteidic 
complex is inserted into the membrane. This effect is probably achieved by altering the phospho~pid bifayer structure. Owing to 
the Ii’ or Na+ electrochemical gradient the positively charged complex moves toward the inner surface of the membrane. The 
break in the phospholipid bilayer is sealed at the end of nucleic acid transport. Two H’ or Na’ are transferred across the membrane 
together with each phosphate group of the polynucleotide chain. 
(3) 
complex with basic polypeptides by binding H 
or Na’ on the outer surface of the cell membrane 
Interaction of the polynucleotide-polypeptide 
complex with the membrane occurs at a site 
where phospholipid bilayer structure is temporar. 
ily interrupted by the transmembrane lectric 
field. The interaction results in the rearrangement 
of the phospholipid bilayer and in the formation 
of a transmen~braneous channel. This channel 
exists during the interaction of the polynu- 
cleotide-polypeptide complex with phospho- 
lipids; 
Owing to the difference of the electrochemical 
potentials across the cytoplasmic membrane, the 
positively charged polynucleotide-polypeptide 
complex enters the channel linearly and moves 
towards the inner surface of the membrane. There 
the polynucleotide-polypeptide complex 
liberates either El+ or Na’. 
In the terms of the above hypothesis, the nucleic 
acid uptake coupled with H* or Na+ influx is driven 
by both the membrane potential and transmembrane 
concentration gradient of either H or Nd. On the 
other hand, it seems reasonable that the appearance 
of electric field-induced local interruptions of the 
bilayer, which are essential for the interaction of 
nucleoproteidic complex with the membrane, depends 
on the membrane potential value. Therefore, at some 
critical value of the membrane potential a drastic 
inhibition of nucleic acid transport shoud be observed. 
The sensitivity of DNA uptake by bacterial cells to 
both protonophorous uncouplers of oxidative phos- 
phorylation and the ionophorous antibiotic nigericin 
[20] supports the proposed hypothesis. According to 
the mechanism in fig. 1, the inhibition of nucleic acid 
uptake by the uncouplers of oxidative phosphoryla- 
tion and ionophorous antibiotics occur because of the 
dissipation of both the membrane potential and the 
pH gradient. 
Interactions between nucleic acid and basic pro- 
teins such as histones, nonhistone proteins [66] and 
the luc repressor [67] play an important role in cell 
chemistry. The accumulated experimental evidence 
[59,62] indicates the presence of polynucleotide 
binding proteins in the membranes of cells able to 
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perform polynucleotide transport. The fact that 
H. injluenzae cells [68] but not Bacillus and Diplo- 
coccus species, possess a DNA transport system which 
is specific for the sequence of purine and pyrimidine 
bases suggests that cell membrane proteins, binding 
double-stranded DNA are sequence specific. The most 
widely accepted DNA-basic protein interaction 
models at present are those in which the protein exists 
in an extended chain which wraps itself around the 
double-helical DNA, covering the narrow groove 
along the DNA double helix [69,70], or sometimes 
crossing over to a neighbouring DNA double helix 
[71], with the positively charged basic side chains of 
the protein neutralising negatively charged phos- 
phates of the polynucleotide chain. A model of (Y- 
helix-double helix interaction, based on the structure 
of a protamine-transfer RNA complex, has been pro- 
posed [72]. In this model the protamine is assumed 
to be composed of four o-helical segments joined by 
three partially flexible joints. Each o-helical domain 
contains four or more consecutive arginine residues, 
and can fit, approximately, into either groove and can 
neutralize and hydrogen bond to two negatively 
charged phosphates across a groove of one double 
helix. At the same time, the remaining arginines in 
the same o-helical domain can hydrogen bond and 
neutralize the negatively charged phosphates of 
neighbouring double helices. 
According to the above concept a similar type of 
DNA-membrane protein interaction occurs during 
DNA transport. Some positively charged side chains 
of the membrane protein or polypeptide are bound to 
negatively charged phosphates of DNA, while the 
other side chains can hydrogen bond and neutralize 
the negatively charged phosphates of the membrane 
phospholipids. 
DNA binding proteins all contain histidine residues 
which have pK values close to the physiological pH. 
Therefore histidine seems to be the most likely 
acceptor of H’ in the hypothetical polypeptide- 
polynucleotide complex. Phosphate groups of poly- 
nucleotide seem to be Na+ binding sites in the com- 
plex. 
The origin of polynucleotide binding proteins, 
carrying polynucleotide across the membrane, seems 
to be different. In genetically transformable bacterial 
species the polynucleotide binding proteins are on 
the outer surface of the membrane [59,62]. These 
proteins are assumed to interact with the phospho- 
lipid bilayer due to electrostatic interactions and 
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hydrogen bonds. The model is supported by the fact 
[7X-75] that osmotic shocking of bacterial cells, able 
to take up DNA, releases water-soluble polypeptides 
of mol. wt -lo4 [73]. When isolated, these polypep- 
tides exhibit DNA uptake-stimulating activity after 
being added to suspensions of bacterial cells devoid of 
ability to take up DNA. One fraction of DNA uptake- 
stimulating polypeptides of B. subrih exhibits lytic 
activity towards isolated cell walls and nuclease activ- 
ity towards the transforming DNA [75]. Therefore it 
seems reasonable that some of the nucleic acid bind- 
ing proteins can exhibit enzymic activity. 
On the other hand, it is well known that proto- 
plasts of bacterial and plant cells as well as animal 
cells take up nucleic acids efficiently only if 
exogenous basic proteins or polypeptides are added 
to the incubation medium [76-781. It seems incred- 
ible that stimulation of the nucleic acid uptake by 
exogenous basic polypeptides occurs due to their 
activatory effect on an unknown enzyme, a translocase 
of nucleic acid. In terms of the above concept, basic 
polypeptides, for example, protamine and poly- 
ornithine form a positively charged nucleoproteidic 
complex during their interaction with nucleic acid 
and, thereafter, the complex is inserted into the mem- 
brane due to the basic polypeptide-induced interrup- 
tion of the phospholipid bilayer structure. The mem- 
brane potential seems to be the driving force that 
transports the complex because of the inability of 
basic polypeptides to release H’ at physiological pH. 
Following this line of reasoning it seems possible that 
this primitive mechanism of nucleic acid transport 
was developed during the early stages of evolution of 
life and was used by ancient cells to gain and exchange 
genetic information. 
The above concept has been designed in order to 
describe the transport of ‘naked’ molecules of the 
nucleic acid and the nucleoproteidic particles of small 
viruses. The principles developed may also explain 
early stages of cell infection by phages possessing con- 
tractile tails. Such speculation rests on the experi- 
mental evidence [25] indicating the infection of 
E. coli by phage T4 being dependent on the presence 
of the transmembrane lectrochemical gradient of 
H+ (Afig). Therefore it seems reasonable, that even 
phage with a contractile tail can use A,GFl+ of the 
recipient cell to introduce its DNA into the cell. In 
this respect the inner membrane of cells is not a pas- 
sive wall to be penetrated by phage tails, but plays an 
active role in phage DNA transport. The task of the 
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contractile phage tail seems to be to carry the tip of 
the phage tail across the outer cell membrane to the 
inner membrane surface to join the tail tube to the 
membrane. Here the nucleoproteidic complex 
including the terminus of phage DNA and polypep- 
tide(s) of the phage coat and/or the intrinsic poly- 
peptide of the cell membrane is formed. It seems 
reasonable that the interaction of the nucleoproteidic 
complex with the membrane phospholipids leads to 
transmembrane pore formation. According to the 
above concept, AC,+ is the driving force of phage 
DNA terminus transport across the membrane. 
What component of Acg will drive the transport 
of the phage DNA terminus? The answer will depend 
on the ability of the proteins forming the complex 
with the phage DNA terminus to bind and release H’. 
The transport will depend solely on A$ if these pro- 
teins are only able to bind H’ but not to release them 
at physiological pH. If the proteins contain amino 
acid residues with pK values close to the physiological 
pH, the dependence on both A$ and ApH will be 
observed. It is noteworthy that the above concept 
does not reject the possibility of the involvement of 
other forces, besides A/?,, in cell infection by phages 
possessing a sophisticated structure. But the uptake 
of simple bacterial viruses, for example filamentous 
phages is regarded, according to the above concept, as 
strictly dependent on the presence of AC*+. 
The experimental data in [78] indicate that the 
conjugational DNA transport depends on the intra- 
cellular phosphorylation potential as well as on ACg. 
One can speculate that Apg is needed to drive DNA 
transport while the phosphorylation potential is 
involved in the continuous synthesis of DNA which 
accompanies chromosome transfer. The role of both 
Air and the phosphorylation potential in bacterial 
conjugation is still the object of conjecture. 
3 .l . Ca" gradient-driven transport 
In principle, according to the above concept, 
nucleic acid transport could be performed by a gra- 
dient of any ion, transported down its transmembrane 
electrochemical gradient. It seem reasonable that 
involvement of the peculiar ion in transport depends 
on both the thermodynamic and kinetic factors of 
the process. The appropriate value of the ion gradient 
as well as the structure and chemical composition of 
the cell envelope seem to be most essential. 
Several facts concerning key features of Caw- 
induced DNA uptake have been established [.5,80-821: 
(1) The presence of Ca2+ at 0°C is required for DNA 
uptake. Ca2+ seem to induce specific uptake of 
DNA rather than cause a nonspecific or irrevers- 
ible increase in cellular permeability; 
(2) The high-temperature step of Ca2’-induced DNA 
uptake is not strictly dependent on Ca2+; 
(3) Cells lose Ca”-induced ability to take up DNA 
during incubation at 37°C. 
It is well known that due to the presence of Ca”/ 
H’ antiporter intracellular Ca” is -25 PM (reviewed 
[83]). To induce DNA uptake the cells have to be 
kept in an ice-cold 50 mM solution of CaClz [S]. 
Here the ratio of extracellular to intracellular Ca2+ 
concentration reaches 2000: 1. DNA molecules in the 
solution strongly bind Ca2+. The free energy change 
accompanying this process is -8 kcal/mol [84]. At 
the same time, the structure of the phospholipid 
bilayer is greatly influenced by Cap concentration in 
the surrounding medium. For example, there is 
evidence [85] that the effect of Ca2’ on the membrane 
is related to its ability to induce phase transitions and 
a phase change from fluid to crystalline acyl chain 
packing in negatively charged phospholipid layers. It 
has been proposed [85,86] that this effect induces a 
transient destabilization of the bilayer. The molecular 
events responsible for creation of this unstable state 
have been regarded [8.5] as three related phenomena: 
(1) Ca2+ concentration gradient across the phos- 
pholipid bilayer ; 
(2) The boundaries between two solid and fluid phos- 
pholipid domains; 
(3) The transient local release of heat, liberated by 
the exothermic crystallization of the phos- 
pholipid acyl chains. 
The experimental evidence in [87] indicates that 
Mg2+ and presumably Caw up to 80 mM stimulate 
polynucleotide binding to the phospholipid vesicles 
while Na’ causes significant inhibition of the binding. 
Despite the absence of direct proof the data in [87] 
make it highly probable that K’ can also prevent the 
binding of DNA-divalent cation complex to the, 
membrane of the phospholipid vesicle. 
Consideration of the above experimental observa- 
tions leads to the hypothetical mechanism of Ca2+ 
gradient-driven DNA transport (fig.2) which rests on 
the principles of nucleic acid transport formulated 
above. According to this concept, there is no DNA 
translocase in the membrane. The key point of the 
proposed mechanism is the interaction of the elec- 
troneutral DNA-Ca2+ complex with the membrane 
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Fig.2 Model of Ca* gradientdriven DNA transport. An excess of Ca* is present outside the cell. Ca* binds to the DNA and the 
membrane phospholipids and forms electroneutral complexes. One Ca* is bound per two phosphate groups of the DNA molecule. 
The complex interacts with the membrane phospholipids and alters the bilayer structure. During insertion of the complex into the 
membrane bonding occurs between Ca* and phosphate groups of the DNA and the phospholipid molecule. One CaZC is transferred 
across the membrane together with two phosphate groups of the DNA. 
at a site where the bilayer structure is interrupted 
by Ca’+. Due to the interaction of the complex with 
phospholipids a rearrangement of phospholipid mole- 
cules occurs. The process proceeds more easily at 0°C 
while the interaction between hydrocarbon chains of 
phospholipids weakens. The presence of Cap is obliga- 
tory during this step. The interaction of the DNA- 
Cap complex with phospholipids results in the 
temporary formation of a transmembranous channel 
letting the DNA-Ca2’ complex enter the cytoplasm 
while binding of the complex at the inner surface of 
the phospholipid bilayer is prevented because of the 
high intracellular K’ concentration (fig.2). Inside the 
cell the dissociation of DNA-Ca” complex seems to 
be promoted by two factors: 
(1) Intracellular K’ concentration; 
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(2) Efflux of free Cazi due to the Ca”/H’ exchange. 
Therefore,owing to the electroneutrality of DNA- 
Ca2+ complex, there is no reason to expect an influ- 
ence of A$ on transport. According to the above 
mechanism, the transmembrane concentration gradi- 
ent of Ca’+ is the driving force of the transport under 
such conditions. ApH plays an essential role, pre- 
venting the equilibration of Ca2’ concentrations on 
both sides of the membrane, 
Therefore, a slight inhibitory effect of the uncou. 
plers on Ca”-induced DNA uptake [58,80] seems to 
be related with the dissipation of transmembrane Ca2’ 
gradient. 
To induce DNA transport both the presence of 
high Ca2’ concentrations and drastic changes of tem- 
perature are needed. Therefore the biological signif- 
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icance of Ca*‘-induced DNA uptake seems to be very 
limited. On the other hand, many of the recent tech- 
niques for the in vitro manipulation of genetic 
material rely ultimately upon the uptake by Ca’+- 
treated cells of modified DNA. 
4. Conclusion and research prospect 
The above hypothesis postulates the transmem- 
brane electrochemical gradient of ions to be the 
driving force of nucleic acid transport. The ion which 
drives nucleic acid transport seems to be H+ in bac- 
teria, Na’ in animal cells and Ca*+ under conditions of 
artificially imposed transmembrane Ca’+ gradient. 
The hypothesis postulates that the nucleic acid-per- 
meable channel does not pre-exist in the membrane. 
It is formed during the interaction between the 
nucleic acid and the membrane constituents. 
Several ways to verify the hypothesis can be pro- 
posed: 
(1) 
(2) 
(3) 
The direction of nucleic acid transport will change 
according to the change of the direction of trans- 
membrane electrochemical gradient of the ion 
which drives the transport. For example, DNA 
taken up by the bacteria in the presence of A$ 
(plus outside) and ApH (acid outside) will be 
extruded from the cell if Ati (plus inside) and 
ApH (acid inside) are imposed; 
The uptake of nucleic acid by bacterial or animal 
cells coupled with the influx of H’ or Na+, corre- 
spondingly, will depend on values of Aji, or 
AENa+, but not on the ratio of the values of Ati 
and ApH (ApNa); 
Nucleic acid uptake will not depend on the value 
of intracellular phosphorylation potential. 
Acknowledgements 
The author would like to express h-is gratitude to 
Professor V. P. Skulachev and Drs L. S. Yaguzhinsky, 
A. A. Jasaitis, A. A. Glagolev and G. Feigin for helpful 
and stimulating discussions. 
References 
[l] Notani, N.K. and Setlow, J.(1974) Progr. Nucleic Acid. 
Res. 14, 399100. 
[2] Chilton, M. D. (1967) Sicence 157, 817-819. 
[3] Rudner, R., Karkas, J. D. and Chargaff, E. (1968) Proc. 
Natl. Acad. Sci. USA 60,630-635. 
[4] Guthrie, G. D. and Sinsheimer, R. L. (1963) Biochim. 
Biophys. Acta 72, 290-297. 
[5] Mandel, H. and Higa, A. (1970) J. Mol. Biol. 53, 
159-162. 
[6] Kozloff, L. M. and Lute, M. (1959) J. Biol. Chem. 234, 
539-546. 
[7] Marvin, D. A. and Hohn, B. (1969) Bacterial. Rev. 33, 
172-209. 
[8] Ohki, M. and Tomizawa, J. (1968) Cold Spring Harbor 
Symp. Quant. Biol. 33,651-657. 
[9] Rupp, W. D. and Ihler, G. (1968) Cold Spring Harbor 
Symp. Quant. Biol. 33,647-650. 
[IO] Zhdanov, V. M. (1977) in: Methods in Virology 
(Maramorosch, K. ed) pp. 283-321, Academic Press, 
New York. 
[ll] Hamilton, W. A. (1977) Symp. Sot. Gen. Microbial. 27, 
185-216. 
[12] Harold, F. M. (1977) Curr. Top. Bioenerg. 4, 83-149. 
[13] Gabor, M. and Hotchkiss, R. D. (1966) Proc. Natl. 
Acad. Sci. USA 56,1441-1448. 
[14] Strauss, N. (1965) J. Bacterial. 89, 288-293. 
[15] Strauss, N. (1966) J. Bacterial. 91,702-708. 
[16] Stuy, J. H. (1962) J. Gen. Microbial. 29,537-549. 
[17] Young, F. E. and Spizizen, J. (1963) J. Bacterial. 86, 
392-400. 
[18] Barnhart, B. J. and Herriott, R. M. (1963) Biochim. 
Biophys. Acta 76,25-39. 
[19] Stuy, J. H. and Stern, D. (1964) J. Gen. Microbial. 35, 
391-400. 
1201 
1211 
WI 
1231 
~41 
~51 
1261 
v71 
[281 
1291 
[301 
1311 
Griniuviene, B. B., Grinius, L. L., Kiauzinyte, R. J., 
Chaustova, L. P. and Jasaitis, A. A. (1978) Biokhimiya 
43,1539-1548. 
Fisher, K. W. (1957) J. Gen. Microbial. 16, 136-145. 
Fisher, K. W. (1957) J. Gen. Microbial. 16,120-135. 
Grinius, L. and BerZinskienB, J. (1976) FEBS Lett. 
72,151-154. 
Hancock, R. E. and Braun, V. (1976) J. Bacterial. 
125,409-415. 
Kalasauskaite, E. and Grinius, L. (1979) FEBS Lett. 
99,287-291. 
Jacob, F., Brenner, S. and Cuzin, F. (1963) Cold 
Spring Harb. Symp. Quant. Biol. 28, 329-348. 
Erickson, R. J. (1970) Curr. Top. Microbial. Immunol. 
53,149-199. 
Siddiqi, 0. and Fox, M. S. (1973) J. Mol. Biol. 77, 
101-123. 
Sarathy, P. V. and Siddiqi, 0. (1973) J. Mol. Biol. 78, 
443-451. 
Lacks, S., Greenberg, B. and Carlson, K. (1967) J. Mol. 
Biol. 29, 327-347. 
Land, C. D., Wang, L. and Bodmer, W. F. (1968) Mutat. 
Res. 6,205-209. 
9 
Volume 113. number 1 FEBS LETTERS April 1980 
[32] Archer, L. J. and Landman, 0. E. (1969) J. Bacterial. [63] Petkau, A.and Chelack,W.S. (1967) Biochim. Biophys. 
97,174-181. Acta 135, 812-824. 
133) Lacks, S. (1962) J. Mol. Biol. 5, 119-131. 
[34] Lacks, S. and Greenberg, B. (1976) J. Mol. Biol. 101, 
255-275. 
[64] Morrison, D. A. (1971) J. Bacterial. 108, 38-44. 
[65] Dahl, J. L. and Hokin, L. E. (1974) Ann. Rev. Bio- 
them. 43, 3277356. 
[35] Stuy, J. H. (1966) J. Mol. Biol. 13,554-570. 
[36] Notani, N. and Goodgal, S. H. (1966) J. Gen. Physiol. 
49,197-209. 
[37] Stuy, J. H. (1975) J. Bacterial. 122, 1038-1044. 
[38] Miao, R. and Guild, W. B. (1970) J. Bacterial. 101, 
361-364. 
[39] Postel, E. H. and Goodgal, S. H. (1966) J. Mol. Biol. 16, 
317-327. 
[66] Hnilica, L. S. (1972) The Structure and Biological 
Functions of Histones, Chemical Rubber, Cleveland, 
1671 ZEreuther, K., Adler, K., Ceisler N and Klemm A. 
(1973) Proc. Natl. Acad. Sci. USA 7b, 3576-3580. 
[68] Sisco, K. L. and Smith, H. 0. (1979) Proc. Natl. Sci. 
USA 76,972-976. 
[40] Postel, E. H. and Goodgal, S. H. (1967) J. Mol. Biol. 
28,247-259. 
(411 Chilton, M. D.and Hall, B. D. (1968) J. Mol. Biol. 34, 
439-451. 
[69] Feughelman, M., Langridge, R., Seeds, W. E., Stokes, 
A. R., Wilson, H. R., Hooper, C. W., Wilkins, M. H. F., 
Barely, R. K. and Hamilton, L. D. (1955) Nature 175, 
834-838. 
[42] Davidoff-Abelson, R. and Dubnau, D. (1973) J. 
Bacterial. 116, 154-162. 
[70] Wilkins, M. H. F. (1956) Cold Spring Harbor Symp. 
Quant. Biol. 21, 75-90. 
1431 Seto, H. and Tomasz, A. (1976) J. Bacterial. 126, 
111331118. 
[71] Inoue, S. and Fuke, M. (1970) Biochim. Biophys. Acta 
204,296-303. 
1441 Akrigg, A., Ayad, S. R. and Blamire, J. (1969) J. Theor. 
Biol. 24, 266-272. 
[72] Warrant, R. W. and Kim, S.-H. (1978) Nature 271, 
130-135. 
[45] Seto, H. and Tomasz, A. (1974) Proc. Natl. Acad. Sci. 
USA 71,1493-1498. 
[73] Tomasz, A. and Mosser, J. L. (1966) Proc. Nat]. Acad. 
Sci. USA 55, 58-66. 
[46] Brinton, C. C. (1971) Crit. Rev. Microbial. 1, 105-160. 
[47] Ore, A. and Pollard, E. (1956) Science 124,430-432. 
[48] Zaribnicky, V. (1969) J. Theor. Biol. 22, 33-42. 
[49] Adams, M. H. (1959) in: Bacteriophages, Interscience, 
London, New York. 
[74] Akrigg, A., Ayad, S. R. and Barker, G. R. (1967) Bio- 
them. Biophys. Res. Commun. 28,1062-1067. 
[75] Ayad, S. R. and Shimmin, E. R. A. (1974) Biochem. 
Genet. 11,455-474. 
[76] Benzinger, R., Kleber, Y. and Huskey, R. (1971) J. 
Viral. 7,646-650. 
[50] Labedan, B. (1976) Virology 75,368-375. 
1511 Kornberg, A. (1974) DNA synthesis, Freeman, San 
Francisco, CA. 
[52] Trenkner, E., Bonhoeffer, F. and Gierer, A. (1967) 
Biochem. Biophys. Res. Commun. 28, 932-939. 
[53] Krahn, P. M., O’Callaghan, R. J. and Paranchych, W. 
(1972) Virology 47,628637. 
[54] Smilowitz, H., Carson, J. and Robbins, P. W. (1972) 
J. Supramol. Struct. 1, 8-18. 
1551 Marco, R., Jazwinski, S. M. and Kornberg, A. (1974) 
Virology 62,209-223. 
[77] Melechen, W. E., Hudnik-Plevnik, T. A. and Pleifer, 
G. S. (1972) Virology 47,610-617. 
1781 Beriinskiene, J. A., Zizaite, L. J., Baronaite, Z. A. and 
Grinius, L. (1980) Biokhimiya 45. 
[79] Suzuki, M. and Takebe, (1976) Z. Pflanzenphysiol. 78, 
421-433. 
[SO] Taketo, A. (1974) J. Biochem. 75,895-904. 
[81] Taketo, A. (1972) J. Biochem. 72,973-979. 
[82] Taketo, A. and Kuno, S. (1974) J. Biochem. 75, 
59-67. 
[56] Dales, S. (1973) Bacterial. Rev. 37, 103-135. 
[57] Grinius, L. (1976) Biokhimiya 41, 153991547. 
[58] Sabelnikov, A. G., Kim, A. A. and Ilyashenko, B. N. 
(1978) Genetika 14,712-716. 
[59] Raina, J. L., Metzer, E. and Ravin, A. W. (1979) Mol. 
Gen. Genet. 170,249-259. 
[60] Pieniaiek, D., Piechowska, M. and Venema, G. (1977) 
Mol. Gen. Genet. 156, 251-261. 
[61] Morrison, D. A. (1977) J. Bacterial. 132, 576-583. 
[62] Sutrina, S. L. and Scocca, J. A. (1979) J. Bacterial. 
139,1021-1027. 
(831 Silver, S. (1977) in: Microorganisms and Minerals 
(Weinberg, E. D. ed) pp. 49-103, Dekker, New York. 
[84] Daune, M. (1970) Stud. Biophys. 24/25, 287-297. 
[85] Papahadjopoulos, D., Vail, W. J., Newton, C., Nir, S., 
Jacobson, K., Poste, G. and Lazo, R. (1977) Biochim. 
Biophys. Acta 465, 5799598. 
[86] Papahadjopoulos, D. and Ohki, S. (1969) Science 164, 
1075-1077. 
1871 Budker, V. G., Kazatchkov, Yu. A. and Naumova, L. P. 
(1978) FEBS Lett. 95, 143-146. 
10 
